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Lunge
GENLISTE
TS MAP2K2
ABLT AKTI g AMERT (MEK2)
sABLT | acvriB AKTT AKT2 AKTS  ||Bxons2028|  ALOxizs LI1C5 Brons MAP2K4 = MAP3KI | MAP3KI3 | MAPKI MmcL1 MDM2 MDM4
ARAF
APC AR Exonsd57 | ARFRPT | ARIDIA ASXLI ATM ATR MED12 MEF28B MENT MERTK MET MITF MKNK1 MLHI
MTOR
ATRX AURKA AURKB AXINT AXL BAPI BARDI BCL2 o
e MRETIA [15H2 MSH3 MSH6 MSTIR m7AP | 19303940,
BCR BRAF BRCAT xon ntron 5 43-45,47,48,
BCL2L] | BCL2L2 BCL6 BCOR BCORLI Introns Exons T1-18 Lt SRR
813,14 Introns 7-10 16,19,20
BRCA2 BRD4 BRIPT BTGI BTG2 BTK Cllorf30 CALR MUTYH Intron 14 Intron 1 (MYCLD) Ci Exon 4 NBN NF1
Intron 2 Exons 2,15 (EMSY)
NF2 NFE2L2 | NFKBIA Nkx2-1 | NoTcHr | NOTCH2 | norensz o
CARDIT CASP8 CBFB CBL CCNDIT CCND2 CCND3 CCNET it Fxons
CD274 cD74
ches (i coo ntrons 6-8 | CD79A chres ches coH NRAS NSD3 nNTsco || ETRET N NTRK2: NTRK3 NUTM1 PORYS
Exons 2,3 (WHSCIL1) Introns 8-11 Intron 12 Exons 16,17 Intron 1
cokiz | coka || coke | coxs | cokmia | cokniB | cpkNza | cpknze
PDCDT
CDKN2C | CEBPA CHEKI CHEK2 cIc CREBBP CRKL CSFIR PALB2 PARK2 PARPT PARP2 PARP3 PAXS PBRMI (PD-D)
CSF3R CTCF cTnnar || CINNBT CUL3 CUL4A CXCR4 | CYPI7AT PIK3CA
Exons
DDR2 EGFR PDGFRA | PDGFRB 235810,
DAXX DDRT || geonssmmia|  DIS3 DNMT3A |  DOTIL EED Jtrons Peepnes [rons 1218 Exons PDK1 Pik3c2B | PIK3C2G | J4192t | pik3ca
ons 7,9,11 12-21,23 Exons
ERBB3 12,479,
eps00 | EPHAS  epHBl | epHB4 | ERBB2 ||Pwied || ErsBa | erccs 151820
21,23-25
PIK3R1 PIMI PMS2 POLDT POLE PPARG | PPP2RIA | PPP2R2A
£RG P ESRI1 ETV4 ETV5 ETV6* Eoer EZH2
Exons 4-8 Intron 8 Introns 6,7 Introns 5,6 ”;%”S 4,16-18 PRDMT PRKARIA PRKCI PTCHI PTEN PTPNT1 PTPRO QKl
EZR | Famasc | FANCA FANCC FANCG EANCL FAS EBXW7 RACT RAD21 RADS5T RAD5IB | RADSIC | RADSID | RAD52 | RADS4L
‘ntrons 9-.
FGFIO FGFI2 FGFI4 FGFI9 FGF23 FGF3 FGF4 FGF6 RAF1 RET
s . Buonssda || RARA RBI RBMIO REL niz-16 | RICTOR | RNF43
ok adadsd Inti
Introns 1,5 Intron 1 ,-;95,‘3‘;9 FGFR4 FH FLCN FLTI Exons Introns 4-8 7’18’311757
Intron 17 Intron 17 & 14,15,20
/D4 GNATI ROST
FOXL2 FUBPI | GABRA6 = GATA3 GATA4 GATA6 | D4, ROST s .
3136-3840 | RPTOR / : SDHA SDHB SDHC SDHD
GNAS Introns ntron 1 Intron 2
GNAIT3 e GRM3 GSK3B H3F3A HDACT HGF ntrons
HRAS IDHT IDH2
HNFIA HSD3B1 D3 M M IGFIR IKBKE SETD2 SF3B1 SGK1 SLC34A2 | smMAD2 SMAD4 | SMARCA4 = SMARCBI
e JAK3
IKZFT INPP4B IRF2 IRF4 IRS2 JAKT 2oz, | |exonssitrs SMO SNCAIP socsi sox2 50X9 SPEN sPOP SRC
KIT STAG?2 STAT3 STKT1 SUFU SYK TBX3 TEK TERC
JUN KDM5A KDM5C = KDMGA KDR KEAPI KEL gobrons
Ihtron 1 TERT TMPRSS2
HIERT TET2 TGFBR2 | TIPARP | TMPRSSZ | tNpaip3 | TNFRSFI4 | TPS3
e MAP2K1 WHSCT
MLL) TSC1 7SC2 TYRO3 U2AFT VEGFA VHL WTT
KLHL6 | mironss | KMTZD | krAS LTK LYN MAF (MEKT) (MMSET)
8-11 Exons 2,3
Intron 7 XPOT XRCC2 ZNF217 | ZNF703
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Alle Gene, die ein roten Hintergrund haben, sind Gene,
bei denen bereits Therapien zugelassen sind oder
diese sich zurzeit in klinischer Erprobung befinden.
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