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MLHI1 MPL MRETIA MSH2 MSH3 MSH6 MSTIR MTAP

. . MYCL
Gl-Tumore Bauchspeicheldriise, Gallenblase, Leber MTOR MUTYH myc (MYCLD) MYCN MYD88 NBN NF1
NF2 NFE2L2 | NFKBIA NKX2-1 | NOTCHI ” NOTCH?2 ” NOTCH3 | NPMIT
GENLISTE
e NRAS NT5C2 NTRK1 NTRK2 NTRK3 P2RY8 PALB2 PARK?2
ABLIT ACVRIB AKTIT AKT2 AKT3 ALK ALOXI2B | fuviss
PARPI | PARP2 | PARP3 PAX5 perM1 | FREDT PPCDILGZ - ppGrRA
APC AR ARAF ARFRPI | ARIDIA ASXLT ATM ATR
PDGFRB PDKT PIK3C2B | PIK3C2G | PIK3CA PIK3CB PIK3R1 PIMI
ATRX AURKA AURKB AXINT AXL BAPI BARDIT BCL2
PMS2 POLDIT POLE PPARG | PPP2RIA = PPP2R2A | PRDMI | PRKARIA
BCL2LT BCL2L2 BCL6 BCOR BCORLI1 | BRAF ” BRCAT ” BRCA2 |
Cliorf30 PRKCI PTCHI PTEN PTPNT1 PTPRO QK/ RACT RAD21
BRD4 BRIPI BTGT BTG2 BTK e CALR CARDII
RADS5] RAD5IB | RAD5IC | RADS5ID RADS52 RADS54L RAFT RARA
CASPS CBFB CBL CCNDI CCND2 CCND3 CCNET cD22
Too RBI RBMIO REL RET RICTOR RNF43 ROST RPTOR
el CcD70 CD79A CD798B CcDC73 CDHI1 CDKi2 CDK4
SDHA SDHB SDHC SDHD SETD2 SF3B1 SGK1 SMAD2
CDK6 CDK8 CDKNIA | CDKNIB I CDKN2A ” CDKN2B I CDKN2C = CEBPA
SMAD4 | SMARCA4 ~ SMARCBI SMO SNCAIP socs? sox2 SOX9
CHEKT CHEK2 cic CREBBP CRKL CSFIR CSF3R CTCF
SPEN SPOP SRC STAG2 STAT3 STKI1 SUFU SYK
CTNNAT | CTNNBI CUL3 CUL4A CXCR4 CYPIZAT DAXX DDRI1

TBX3 TEK TET2 | TGFBR2 | TIPARP | TNFAIP3 T/\/FRSF74| P53
DDR2 DIS3 | DNMT3A = DOTIL EED EGFR EP300 | EPHA3

7sCl 7SC2 TYRO3 | U2AFI | VEGFA VHL WHSST | WHSCILT
epHBl  EpHB4 | ERBB2 | ErBB3 | ERBB4 | ERCC4 ERG ERRFIT

WwTi1 XPOIT XRCC2 ZNF217 ZNF703
ESR1 EZH2 FAM46C FANCA FANCC FANCG FANCL FAS
FBXW7 FGFI10 FGFI12 FGF14 FGF19 FGF23 FGF3 FGF4
GENE MIT AUSGEWAHLTEN INTRONBEREICHEN ZUM NACHWEIS VON GENREKOMBINATIONEN,
FGF6 FGFR1 FGFR2 FGFR3 FGFR4 FH FLCN FLTT EINER PROMOTORREGION UND EIN ncRNA-GEN
BRCAT1
FLT3 FOXL2 FUBPI | GABRA6  GATA3 GATA4 GATAG o ALK BCL2 e BRAF Introns BRCA2 cD74 i
(C170rf39) . Introns Introns
Introns 18,19 3UTR 81314 Introns 7-10 27812, Intron 2 Introns 6-8 715,24-27
o 16,19,20 519,
GNATT GNAI3Z GNAQ GNAS GRM3 GSK3B H3F3A HDACT
ETV4 ETV5 ETV6* EWSRI1 EZR FGFRI1 FGFR2 FGFR3
HGF HNF1A HRAS HSD3B] ID3 IDH1 IDH2 IGFIR Intron 8 Introns 6,7 Introns 5,6 Introns 7-13 Introns 9-11 Introns1,5,17 Introns 1,17 Intron 17
IKBKE IKZF1 INPP4B IRF2 IRF4 IRS2 JAKI JAK2 KMT2A
KIT MLL) MSH2 MYB MYC NOTCHZ2 NTRKT* NTRK2*
Intron 16 Introns 6-11 Intron 5 Intron 14 Intron 1 Intron 26 Introns 8-11 Intron 12
JAK3 JUN KDM5A KDM5C KDM6A KDR KEAPT KEL
KIT KLHLG KMT2A KMT2D KRAS LTK LYN MAF NUTMT PDGFRA RAFT RARA RET ROST RSPO2 SDc4
(MLL) (MLL2) Intron 1 Introns 7,9,11 Introns 4-8 Intron 2 Introns 7-11 Introns 31-35 Intron 1 Intron 2
MAP2KT1 MAP2K2
(MEKT) (MEK2) MARZrA MAPSKI MAPSKIS MAPKT = bulehi TERT "Anmerkung: ca. 9! ller NTRK-Fusionen werden auf DNA-Ebene
SLC34A2 TERC TMPRSS2 mit FoundationOn f (PPV > 99 %) detektiert
Intron 4 NCRNA Promoter Introns 1-3 Diese Detektion: iner Coverage aller Exons fur
MDM4 MEDI2 MEF2B MENT MERTK MET MITF MKNKT only far ‘N ‘H:fu KH'M far ETV6
er fir NTRK3
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